Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.003 Å; R factor = 0.066; wR factor = 0.200; data-to-parameter ratio = 17.0.
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Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). 
D-HÁ
Data collection: APEX2 (Bruker, 2009 ); cell refinement: SAINT (Bruker, 2009 ); data reduction: SAINT; program(s) used to solve structure: SHELXTL (Sheldrick, 2008 ); program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL and PLATON (Spek, 2009 ).
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Comment
Recently, hydrogen-bonding patterns involving quinoline and its derivatives with organic acid have been investigated (Thanigaimani et al., 2013a,b,c; Loh et al., 2010) . Syntheses of the quinoline derivatives were discussed earlier (Sasaki et al., 1998; Reux et al., 2009) . Quinolines and their derivatives are very important compounds because of their wide occurrence in natural products (Morimoto et al., 1991) and biologically active compounds (Markees et al., 1970) .
Succinic acid derivatives are mostly used in chemicals, food and pharmaceuticals (Sauer et al., 2008) . In this paper, we present the X-ray single-crystal structure of 5-amino-6-methylquinolin-1-ium hydrogen succinate (I).
The asymmetric unit of the title salt consists of two crystallographically independent 5-amino-6-methylquinolin-1-ium cations (A and B) and two 3-carboxypropanoate anions (A and B) (Fig. 1) . Each 5-amino-6-methylquinolin-1-ium cation is essentially planar, with maximum deviations of 0.026 (3) Å for atom C5A in cation A and 0.016 (2) Å for C8B atom in cation B. In the cations, protonation of atoms N1A and N1B lead to a slight increase in C1A-N1A-C9A [123.1 (2)°] and C1B-N1B-C9B [123.3 (2)°] angles. The bond lengths (Allen et al., 1987) and angles are normal.
In the crystal packing (Fig. 2) Table 1 ) and π-π stacking interactions between the centroids of C1A-C6A (Cg2), N1B/C6B-C9B/C1B (Cg4) rings and C1A-C6A, C1B-C6B (Cg5) rings, with Cg2···Cg4 and Cg2···Cg5 distances of 3.7283 (15) and 3.8467 (15) Å, respectively.
Experimental
Hot methanol solutions (20 ml) of 5-amino-6-methylquinoline (39 mg, Aldrich) and succinic acid (29 mg, Aldrich) were mixed and warmed over a heating magnetic stirrer hotplate for a few minutes. The resulting solution was allowed to cool slowly at room temperature and crystals of the title compound (I) appeared after a few days. refined using a riding model, with U iso (H) = 1.2U eq (C) or 1.5U eq (methyl C). A rotating-group model was used for the methyl group. Three outliers were omitted (-4 -7 7, -1 -7 12 and -4 -7 6) in the final refinement.
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Computing details
Data collection: APEX2 (Bruker, 2009 ); cell refinement: SAINT (Bruker, 2009 ); data reduction: SAINT (Bruker, 2009 );
program(s) used to solve structure: SHELXTL (Sheldrick, 2008 ); program(s) used to refine structure: SHELXTL (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication:
SHELXTL (Sheldrick, 2008) and PLATON (Spek, 2009 ).
Figure 1
The asymmetric unit of the title compound with atom labels with 50% probability displacement ellipsoids. Special details Experimental. The crystal was placed in the cold stream of an Oxford Cryosystems Cobra open-flow nitrogen cryostat (Cosier & Glazer, 1986) 118.2 C4B-C3B-H3BA 118.5 C3A-C4A-C5A 120.5 (2) C3B-C4B-C5B 119.9 (2) C3A-C4A-C10A 121.4 (3) C3B-C4B-C10B 120.7 (2) C5A-C4A-C10A
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